Theoretical 


Computer Science 
Theoretical Computer Science 210 (1999) 375 
Author index volume 210 (1999) 
(The issue number is given in front of the page numbers) 

Akutsu, T. and S. Miyano, On the approximation of protein threading (2) 261-275 
Bournez, O., Achilles and the Tortoise climbing up the hyper-arithmetical hierarchy (1) 21- 71 
Brattka, V., Computable invariance (1) 3- 20 

Bronnimann, H., I.Z. Emiris, V.Y. Pan and S. Pion, Sign determination in residue number 
systems (1) 173-197 

Edalat, A. and P. Siinderhauf, A domain-theoretic approach to computability on the real 
line (1) 73- 98 
Emiris, I.Z., see H. Bronnimann (1) 173-197 

Escardo, M.H. and T. Streicher, Induction and recursion on the partial real line with 
applications to Real PCF (1) 121-157 
Ferretti, C., see Y. Sakakibara (2) 227-243 

Gu, Q.-P., S. Peng and H. Sudborough, A 2-approximation algorithm for genome re- 
arrangements by reversals and transpositions (2) 327-339 
Hasegawa, A., see Y. Uemura (2) 277-303 
Hashimoto, A., see H. Matsuda (2) 305-325 
Ho, C.-K., Relatively recursive reals and real functions (1) 99-120 

Ikeda, T. and H. Imai, Enhanced A* algorithms for multiple alignments: optimal align- 
ments for several sequences and k-opt approximate alignments for large cases (2) 341-374 
Imai, H., see T. Ikeda (2) 341-374 
Ishihara, T., see H. Matsuda (2) 305-325 
Kobayashi, S., see Y. Uemura (2) 277-303 

Koiran, P. and C. Moore, Closed-form analytic maps in one and two dimensions can 
simulate universal Turing machines (1) 217-223 

Matsuda, H., T. Ishihara and A. Hashimoto, Classifying molecular sequences using a link- 
age graph with their pairwise similarities (2) 305-325 
Miyano, S., see T. Akutsu (2) 261-275 
Moore, C., see P. Koiran (1) 217-223 
Pan, V.Y., see H. Brénnimann (1) 173-197 
Peng, S., see Q.-P. Gu (2) 327-339 
Pion, S., see H. Bronnimann (1) 173-197 
Safer, T., Polygonal radix representations of complex numbers (1) 159-171 
Sakakibara, Y. and C. Ferretti, Splicing and tree-like structures (2) 227-243 
Shimozono, S., Alphabet indexing for approximating features of symbols (2) 245-260 
Streicher, T., see M.H. Escardo (1) 121-157 
Sudborough, H., see Q.-P. Gu (2) 327-339 
Siinderhauf, P., see A. Edalat (1) 73- 98 

Uemura, Y., A. Hasegawa, S. Kobayashi and T. Yokomori, Tree adjoining grammars for 
RNA structure prediction (2) 277-303 
van der Hoeven, J., Fast evaluation of holonomic functions (1) 199-215 
Yokomori, T., see Y. Uemura (2) 277-303 


Elsevier Science B.V. 


7 
j 
4 
4 
} 


| 
- 
q 
q 
7 
q 


| 
| 


